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3 <110> APPLICANT: ONICHTCHOUK, DARIA 

4 EULENBERG, KARSTEN 

5 NGUYEN, TRI 

6 BURK, ULRIKE 

8 <120> TITLE OF INVENTION: USE OF A SECRETED PROTEIN FOR PREVENTING AND TREATING 

9 OBESITY, DIABETES AND/OR METABOLIC SYNDROME 
11 <130> FILE REFERENCE: 18744-0033 

13 <140> CURRENT APPLICATION NUMBER: 10/550,985 

14 <141> CURRENT FILING DATE: 2005-09-26 

16 <150> PRIOR APPLICATION NUMBER: PCT/EP04/003244 

17 <151> PRIOR FILING DATE: 2004-03-26 

19 <150> PRIOR APPLICATION NUMBER: EP 03006948.8 

20 <151> PRIOR FILING DATE: 2003-03-26 
22 <160> NUMBER OF SEQ ID NOS : 7 

24 <170> SOFTWARE: Patentln Ver. 3.3 

26 <210> SEQ ID NO: 1 

27 <211> LENGTH: 2767 

28 <212> TYPE: DNA 

29 <213> ORGANISM: Homo sapiens 

31 <400> SEQUENCE: 1 

32 gggcgggcgc attgcagact gcggagtcag acggtgctat gtacgccctc ttcctcctgg 60 

33 ccagcctcct gggcgcggct ctagccggcc cggtccttgg actgaaagaa tgcaccaggg 12 0 

34 gctcggcagt gtggtgccag aatgtgaaga cggcgtccga ctgcggggca gtgaagcact 180 

35 gcctgcagac cgtttggaac aagccaacag tgaaatccct tccctgcgac atatgcaaag 240 

36 acgttgtcac cgcagctggt gatatgctga aggacaatgc cactgaggag gagatccttg 300 

37 tttacttgga gaagacctgt gactggcttc cgaaaccgaa catgtctgct tcatgcaagg 360 

38 agatagtgga ctcctacctc cctgtcatcc tggacatcat taaaggagaa atgagccgtc 420 

39 ctggggaggt gtgctctgct ctcaacctct gcgagtctct ccagaagcac ctagcagagc 480 

40 tgaatcacca gaagcagctg gagtccaata agatcccaga gctggacatg actgaggtgg 540 

41 tggccccctt catggccaac atccctctcc tcctctaccc tcaggacggc ccccgcagca 600 

42 agccccagcc aaaggataat ggggacgttt gccaggactg cattcagatg gtgactgaca 660 

43 tccagactgc tgtacggacc aactccacct ttgtccaggc cttggtggaa catgtcaagg 720 

44 aggagtgtga ccgcctgggc cctggcatgg ccgacatatg caagaactat atcagccagt 780 

45 attctgaaat tgctatccag atgatgatgc acatgcaacc caaggagatc tgtgcgctgg 840 

46 ttgggttctg tgatgaggtg aaagagatgc ccatgcagac tctggtcccc gccaaagtgg 900 

47 cctccaagaa tgtcatccct gccctggaac tggtggagcc cattaagaag cacgaggtcc 960 

48 cagcaaagtc tgatgtttac tgtgaggtgt gtgaattcct ggtgaaggag gtgaccaagc 102 0 

49 tgattgacaa caacaagact gagaaagaaa tactcgacgc ttttgacaaa atgtgctcga 1080 

50 agctgccgaa gtccctgtcg gaagagtgcc aggaggtggt ggacacgtac ggcagctcca 1140 

51 tcctgtccat cctgctggag gaggtcagcc ctgagctggt gtgcagcatg ctgcacctct 1200 

52 gctctggcac gcggctgcct gcactgaccg ttcacgtgac tcagccaaag gacggtggct 1260 

53 tctgcgaagt gtgcaagaag ctggtgggtt atttggatcg caacctggag aaaaacagca 1320 

54 ccaagcagga gatcctggct gctcttgaga aaggctgcag cttcctgcca gacccttacc 1380 
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55 agaagcagtg tgatcagttt gtggcagagt acgagcccgt gctgatcgag atcctggtgg 1440 

56 aggtgatgga tccttccttc gtgtgcttga aaattggagc ctgcccctcg gcccataagc 1500 

57 ccttgttggg aactgagaag tgtatatggg gcccaagcta ctggtgccag aacacagaga 1560 

58 cagcagccca gtgcaatgct gtcgagcatt gcaaacgcca tgtgtggaac taggaggagg 162 0 

59 aatattccat cttggcagaa accacagcat tggttttttt ctacttgtgt gtctggggga 1680 

60 atgaacgcac agatctgttt gactttgtta taaaaatagg gctcccccac ctcccccatt 1740 

61 tctgtgtcct ttattgtagc attgctgtct gcaagggagc ccctagcccc tagcccctgg 1800 

62 cagacatagc tgcttcagtg ccccttttct ctctgctaga tggatgttga tgcactggag 1860 

63 gtcttttagc ctgcccttgc atggcgcctg ctggaggagg agagagctct gctggcatga 192 0 

64 gccacagttt cttgactgga ggccatcaac cctcttggtt gaggccttgt tctgagccct 1980 

65 gacatgtgct tgggcactgg tgggcctggg cttctgaggt ggcctcctgc cctgatcagg 2040 

66 gaccctcccc gctttcctgg gcctctcagt tgaacaaagc agcaaaacaa aggcagtttt 2100 

67 atatgaaaga ttagaagcct ggaataatca ggctttttaa atgatgtaat tcccactgta 2160 

68 atagcatagg gattttggaa gcagctgctg gtggcttggg acatcagtgg ggccaagggt 2220 

69 tctctgtccc tggttcaact gtgatttggc tttcccgtgt ctttcctggt gatgccttgt 2280 

70 ttggggttct gtgggtttgg gtgggaagag ggccatctgc ctgaatgtaa cctgctagct 2340 

71 ctccgaagcc ctgcgggcct ggcttgtgtg agcgtgtgga cagtggtggc cgcgctgtgc 2400 

72 ctgctcgtgt tgcctacatg tccctggctg ttgaggcgct gcttcagcct gcacccctcc 2460 

73 cttgtctcat agatgctcct tttgaccttt tcaaataaat atggatggcg agctcctagg 2520 

74 cctctggctt cctggtagag ggcggcatgc cgaagggtct gtctgggtgt ggattggatg 2580 

75 ctgggggtgt gggggttgga agctgtctgt ggcccacttg ggcacccacg cttctgtcca 2640 

76 cttctggttg ccaggagaca gcaagcaaag ccagcaggac atgaagttgc tattaaatgg 2700 

77 acttcgtgat ttttgttttg cactaaagtt tctgtgattt aacaataaaa ttctgttagc 2760 

78 ccccccg 2767 

81 <210> SEQ ID NO: 2 

82 <211> LENGTH: 524 

83 <212> TYPE: PRT 

84 <213> ORGANISM: Homo sapiens 

86 <400> SEQUENCE: 2 

87 Met Tyr Ala Leu Phe Leu Leu Ala Ser Leu Leu Gly Ala Ala Leu Ala 

88 1 5 10 15 

90 Gly Pro Val Leu Gly Leu Lys Glu Cys Thr Arg Gly Ser Ala Val Trp 

91 20 25 30 

93 Cys Gin Asn Val Lys Thr Ala Ser Asp Cys Gly Ala Val Lys His Cys 

94 35 40 45 

96 Leu Gin Thr Val Trp Asn Lys Pro Thr Val Lys Ser Leu Pro Cys Asp 

97 50 55 60 

99 lie Cys Lys Asp Val Val Thr Ala Ala Gly Asp Met Leu Lys Asp Asn 

100 65 70 75 80 

102 Ala Thr Glu Glu Glu lie Leu Val Tyr Leu Glu Lys Thr Cys Asp Trp 

103 85 90 95 

105 Leu Pro Lys Pro Asn Met Ser Ala Ser Cys Lys Glu lie Val Asp Ser 

106 100 105 110 

108 Tyr Leu Pro Val lie Leu Asp lie lie Lys Gly Glu Met Ser Arg Pro 

109 115 120 125 

111 Gly Glu Val Cys Ser Ala Leu Asn Leu Cys Glu Ser Leu Gin Lys His 

112 130 135 140 

114 Leu Ala Glu Leu Asn His Gin Lys Gin Leu Glu Ser Asn Lys lie Pro 

115 145 150 155 160 
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190 <213> ORGANISM: Homo sapiens 

192 <400> SEQUENCE: 3 

193 atggctgagt cacacctgct gcagtggctg ctgctgctgc tgcccacgct ctgtggccca 60 

194 ggcactgctg cctggaccac ctcatccttg gcctgtgccc agggccctga gttctggtgc 120 

195 caaagcctgg agcaagcatt gcagtgcaga gccctagggc attgcctaca ggaagtctgg 180 

196 ggacatgtgg gagccgatga cctatgccaa gagtgtgagg acatcgtcca catccttaac 240 

197 aagatggcca aggaggccat tttccaggac acgatgagga agttcctgga gcaggagtgc 300 

198 aacgtcctcc ccttgaagct gctcatgccc cagtgcaacc aagtgcttga cgactacttc 360 

199 cccctggtca tcgactactt ccagaaccag attgactcaa acggcatctg tatgcacctg 420 

200 ggcctgtgca aatcccggca gccagagcca gagcaggagc cagggatgtc agaccccctg 480 

201 cccaaacctc tgcgggaccc tctgccagac cctctgctgg acaagctcgt cctccctgtg 540 

202 ctgcccgggg ccctccaggc gaggcctggg cctcacacac aggatctctc cgagcagcaa 600 

203 ttccccattc ctctccccta ttgctggctc tgcagggctc tgatcaagcg gatccaagcc 660 

204 atgattccca agggtgcgct acgtgtggca gtggcccagg tgtgccgcgt ggtacctctg 720 

205 gtggcgggcg gcatctgcca gtgcctggct gagcgctact ccgtcatcct gctcgacacg 780 

206 ctgctgggcc gcatgctgcc ccagctggtc tgccgcctcg tcctccggtg ctccatggat 840 

207 gacagcgctg gcccaaggtc gccgacagga gaatggctgc cgcgagactc tgagtgccac 900 

208 ctctgcatgt ccgtgaccac ccaggccggg aacagcagcg agcaggccat accacaggca 960 

209 atgctccagg cctgtgttgg ctcctggctg gacagggaaa agtgcaagca atttgtggag 1020 

210 cagcacacgc cccagctgct gaccctggtg cccaggggct gggatgccca caccacctgc 1080 

211 caggccctcg gggtgtgtgg gaccatgtcc agccctctcc agtgtatcca cagccccgac 1140 

212 ctttga 1146 

215 <210> SEQ ID NO: 4 

216 <211> LENGTH: 381 

217 <212> TYPE: PRT 

218 <213> ORGANISM: Homo sapiens 

220 <400> SEQUENCE: 4 

221 Met Ala Glu Ser His Leu Leu Gin Trp Leu Leu Leu Leu Leu Pro Thr 

222 1 5 10 15 

224 Leu Cys Gly Pro Gly Thr Ala Ala Trp Thr Thr Ser Ser Leu Ala Cys 

225 20 25 30 

227 Ala Gin Gly Pro Glu Phe Trp Cys Gin Ser Leu Glu Gin Ala Leu Gin 

228 35 40 45 

230 Cys Arg Ala Leu Gly His Cys Leu Gin Glu Val Trp Gly His Val Gly 

231 50 55 60 

233 Ala Asp Asp Leu Cys Gin Glu Cys Glu Asp lie Val His lie Leu Asn 

234 65 70 75 80 

236 Lys Met Ala Lys Glu Ala lie Phe Gin Asp Thr Met Arg Lys Phe Leu 

237 85 90 95 

23 9 Glu Gin Glu Cys Asn Val Leu Pro Leu Lys Leu Leu Met Pro Gin Cys 
240 100 105 110 

242 Asn Gin Val Leu Asp Asp Tyr Phe Pro Leu Val lie Asp Tyr Phe Gin 

243 115 120 125 

245 Asn Gin lie Asp Ser Asn Gly lie Cys Met His Leu Gly Leu Cys Lys 

246 130 135 140 

248 Ser Arg Gin Pro Glu Pro Glu Gin Glu Pro Gly Met Ser Asp Pro Leu 

249 145 150 155 160 

251 Pro Lys Pro Leu Arg Asp Pro Leu Pro Asp Pro Leu Leu Asp Lys Leu 

252 165 170 175 
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288 355 360 365 

290 Met Ser Ser Pro Leu Gin Cys He His Ser Pro Asp Leu 

291 370 375 380 

294 <210> SEQ ID NO: 5 

295 <211> LENGTH: 1521 

296 <212> TYPE: DNA 

297 <213> ORGANISM: Homo sapiens 

299 <400> SEQUENCE: 5 

300 ccatacatgc ttctggcagt gttgcacagc gttgcacagc ttggcggcct 

301 gcaccagaag cttgggccca gggcacactg gtcggtgccc agcagtgggg 

302 gtggcaggcc cccaccttct tgcacacagc cacggggtcc atcatgtcct 

303 aatgagcacg ggctcgtact gggtgacgaa gtgcttgcac tggatcatat 

304 caggatgctg cagccaccct tgaaggccac caggatgtct cgcttggtgc 

305 caagttgtgg gaggacaccg tgagcagcct cttgcaccca ttgcagaagc 

306 ctccgcgtcc cactctgggg acggcacgat ggcataggca tcatggactg 

307 cctccggttg ccacacagac ggatgaactt gcacaccttc tctggggtga 

308 aagctgcacc aaggaggggc tgtaggtgtc caccaagatg atgcactcct 
3 09 ggcaggcatt accgagcaca cgcgctccag ggcatgggtg atcatgagct 

310 ggacatgagc cagtggtcca gcttctgcac cacgttcatg cacacctcac 

311 ggccttcatc tgcatctcgc tctgtttcct tggcaacccc agctccaggg 

312 gtccatggcc actacttgag tcaaacgggc aggtgcccct agctcctcac 

313 cttcctgcag agctcctgcg gggggagaag cctcagtgct tggtcagcag 

314 ctggaagagg tagttcttgc agaggacggc caggccaggc cccaaggact 

315 ctggatgttc aagtcggcca aggtcaagtt ggaccggaca gcctcctgga 

316 ctgccgtaca cagtcttggc acagagctcc ttcaggcgcc tggcgggggt 

317 gggcccattg gccatgaacg gagccacagc ctcaaaggtg tcctctttgg 



cctggctcct 60 
tcctggggcc 12 0 
tgagactctc 180 
agggcagcgg 240 
tcttgctctc 300 
tgccctggtt 360 
cccgggcccg 420 
ttttggccac 480 
tcgtgataga 540 
cagagctgtt 600 
aggtcacacc 660 
aggggacccc 720 
agaatccccc 780 
ggacaaaaaa 840 
cacactgctc 900 
gtcgggagac 960 
ggaaggtaag 102 0 
agagtggcct 1080 
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